Catalytic residues, including phosphoaspartate, are shown as sticks, and numbered according to hRio1 sequence. d. B-factors (in Å 3 ) for the β-and γ-phosphates (PB and PG respectively) when ATP is fit compared to the ADP β-phosphate and the pAsp phosphate (PB and P). * denotes average of the B-factors for the γ-phosphate of the ATP and the corresponding phosphate of the pAsp for comparison. Occupancies were fixed at 1.00 for all atoms. Lower B-factors, and shape of density, were used to determine the best fit ligand was ADP and phosphoaspartate. 
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